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DVT patients having reduced activity of PS, PC and AT

Type of thrombosis

Examined patients Number of patients having reduced

Numbers of patients having reduced activity of

activities of PS and/or PC PS PC AT
Number or DVT patients 492 40 6
118 patients having reduced activities of PS and PCL
DVT alone 30 23 2
DVT with PE 14 13 2
DVT with mesenteric venous thr 1 1 0
DVT with portal vein thr 4 3 2

thrJ thrombosis, ATU antithrombin, PCL protein C, PSU protein S, DVTL deep vein thrombosis, PEL] pulmonary embolism.
Some patients in whom reduced activity was detected were re-examined approximately 1 month after the first examination.O The reduced
activities of PC and PS were confirmed by repetitive measurements in appropriate intervals.[] Namely, 15 out of 49 patients were confirmed by
duplicate measurements, 23 out of 49 patients were confirmed by triplicate, 5 out of 49 patients were confirmed by four measurements and 6 out
of 49 patients were confirmed by more than five measurements.

Gene mutations of protein S, protein C, antithrombin identified in patients suffering from DVT

OOO0ProteinSOProteinCOO00000000O0O0O0O0O0OOOO

Patient Age at first Sex Kinds Familial ing. Activity Antigeri] 0 [0 C4bBP Previous Nucleotide Amino acid
no. thrombosis of DVT 000 Free Total 000 publication changes* mutated*
Protein S PS1 9 F DVT Familial inqg. 0 10 7 50 148 New Ivsi-1GO0C 0O—
[ patients PS2 37 M DVT, Familial ing. 0 10 24 58 100 New IVS13-2 A0DG 0O—
0 examined Mesenteric v.
0 probandsl] PS3 35 M DVT, PE 033 25 90 142 600 GO T G54R
0nO 39 PS4 40 F DVT, PE Familial ing. O 34 38 63 105 New 1998 COT R520W
PS5 19 M DVT Familial inqg. [ 28 34 50 130 New 2224 AD G Y595C
PS6 26 F DVT, Familial inqg. O 49 56 98 120 New 1041 GOC E201Q
pregnancy
PS7 23 M DVT 060 73 88 141 New 2206 COT T5891
PS8 16 M DVT Familial ing. O 33 22 46 91 New 1789 CO A A450D
PS9 32 F DVT Familial inq. O 3 36 103 111 New 79560 T E119X
903 AOG K155E
1 compound
heterozygotes(]
PS10 39 F DVT 019 22 84 161 New 1057 GO'T C206F
PS11 42 M DVT, PE Familial ing. O 35 78 94 127 903 AL G K155E/
K155E
Ps12 23 M DVT 058 84 84 108 903 ADG K155E
PS13 63 F DVT, 038 49 78 80 903 AOG K155E
Portal v.
PS14 34 P DVT, 050 75 88 96 903 AL G K155E
pregnancy
PS15 22 M DVT Familial ing. 0 6 17 42 103 New 1163 TU G C241wW
PS16/ 13 M DVT Familial inqg. 0 21 14 31 43 New 1341GOT E301X
PC4
PS17 66 F DVT 048 53 79 103 2317COT P626L
PS18 16 M DVT, PE Familial ing. O 11 10 35 106 1268COT R410X
PS19 18 M DVT 132 35 60 84 1860 CO T R474C
Healthy No mutation
[ individuals observed
[ examined[
0 nO 47
Protein C PC1 25 F DVT, 62 73 728COT R169W
[ patients portal v.
Oexamined PC2 24 M DVT 050 81 1394 GO A G391S
[J probands] PC3 63 M DVT 134 31 New 1085 CO A L2881
OnO23 PC4/ 13 M DVT Familial ing. O 18 31 New Ivs2-4CcOT O—
PS16
PC5 30 F DVT Familial ing. O 60 90 662COT R147W
PC6 65 M DVT 042 68 671-673 K150del
del AAG
PC7 55 F DVT 059 85 671-673 K150del
del AAG
PC8 30 M DVT 039 97 221COT R-1C
Healthy PC N1 063 88 671-673 K150del
O individuals del AAG observed
[J examined[] inan
0 n 30 individual

276



goooooooooooooo

J00d0000o0ooooDO000ooon Protein SSTokushimaO OO OO
Frequency of PStokushimall K155E0 in healthy individuals and DVT patients

Numbers of Odds ratio
individuals PSTokushima 19500 confidence
examined intervall
Healthy 304 5 1.00
individuals

DVT patients 85

5

3.74001.0600 13.20

The frequency of PStokushimall K155E in 304 healthy individuals was

examined with PCR-RFLP analysis.
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healthy population

definition PS def. |type 0,0

type O PC def. | AT def. |PSOPCdef., n

Scotland |tPS, fPS/gene analysis 0.16-0.210 3,788
Japanese |tPS, fPS, PS/FII, PS/FX activity ratio|  2.040] 1.0200 1.0200 0.5000 0.000 1392
Japanese |AT [ /PS activity ratio 1.120 2,690
Thai tPS, fPS 3.700 1.990 1.710 0.270 0.000] 0.000 352

00o-0000o00o0oooooboboO ProteinsO000000000O0DOOOODOOOOODOO

Deep Vein ThrombosisO unselected

definition PS def. |type O, 0| typeO PC def. | AT def. |PSOPCdef., n
Caucasian |tPS, fPS, PS activity 2.30 3.700 1.900 2,008
Japanese |tPS, fPS, PS/FII, PS/FX activity ratio |  18.601 8.90 9.70 7.9600 1.770 0.8800 0113
Japanese |tPS, fPS, PS activity, gene analysis 22.40 9.410 2.350 1.1800 0 85
Hong Kong [tPS, fPS, PS activity 21.20 17.310 9.6200 0.910 0 52
Taiwan |tPS, fPS, PS activity 26.700 20.80 5.90 17.240 5.170 2.350 0116
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(@) Normal Individual
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(b) Caucasian thrombophilia
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Factor Va Leiden(R5060) ‘
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(c) Japanese (Asian) thrombophilia

Reduced APC activity
Arg 306 Arg 506
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